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FISHGUARD: a fast, cost-effective, user-friendly
and in-field screening test Aitana Neves & Carlos Pefia

Viral hemorrhagic septicemia and infectious hematopoietic necrosis are highly contagious fish diseases that cause important
losses in fish farms. Ensuring early detection of the responsible viruses is therefore important to improve biosecurity of the
aquaculture industry. The aim of this project is to develop a rapid in-field immuno-assay-based screening test. This requires

generating highly sensitive and specific antibodies against viral antigens.
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SEQUENGE - they contain a strech of at least 12 consecutive amino acids perfectly conserved
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- the conserved stretch is on average hydrophilic
- there are no homologous sequences in related viruses or species of interest
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Based on our predictions, 18 peptides were selected and used to conduct mouse immunization experiments.
Generated antibodies are currently being characterized by our partners.
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